SCHOOL OF FORENSIC SCIENCE

OKLAHOMA STATE UNIVERSITY

The Degradation of Beta-Actin in Blood and Semen Stains / | CENTER FOR HEALTH SCIENCES

Elizabeth Beaton B.S., Robert Allen Ph.D., Jun Fu Ph.D.

Now that we have our gPCR primers and have
determined their amplification efficiencies, we
can begin the study of ACTB degradation in our
olood and semen stains stored for increasing

Piecing together a crime scene is one of the
most significant components of any forensic
investigation and estimating the age of
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The purpose of this study is to map the
degradation of the entire ACTB transcript
(~1800 nucleotides long) in dried blood and
semen stains and to determine if variances in
degradation sensitivity are uniformly
distributed along the length of the molecule.
We will also evaluate the kinetics of ACTB
MRNA degradation in dried blood and semen
stains to determine whether there are any
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direct the amplification of ~100 base pair gPCR
amplicons. Blood and semen RNA was
extracted from collection cards. For each
primer site, we separated the blood and semen
stains into three categories as noted in FIGURE H Blood Blood Purified Blood Mo RT Semen Semen Purified semen Mo RT
2 followed by real time gPCR using
QuantStudio5. We have identified the
amplification efficiencies for our collection of
primers through qPCR.
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assistance and guidance throughout the
research process.
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FIGURE 2: Preliminary testing of our first set of primers.




